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<210> 1 

<211> 2981 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (58) . . (1770) 

<400> 1 

gactgggttc gcggccgcgt gcagaggtgc aggcagagca gcctcggaac cgagacg 57 

atg cgt gcg etc cgc gac cga gcc ggg etc etc etc tgc gtg ctg ctg 105 
Met Arg Ala Leu Arg Asp Arg Ala Gly Leu Leu Leu Cys Val Leu Leu 
15 10 15 

Ctg gcg gcg ctg ctg gag gcg gcg eta ggg etc cec gtg aag aag ccg 153 
Leu Ala Ala Leu Leu Glu Ala Ala Leu Gly Leu Fro Val Lys Lys Pro 

20 25 30 

egg etc cgc gga cea egg ect ggg age etc aeg agg etc gea gag gtc 201 
Arg Leu Arg Gly Pro Arg Pro Gly Ser Leu Thr Arg Leu Ala Glu Val 
35 40 45 

tea gcc tee eea gat ect agg ect ctg aag gaa gag gag gag gea eca 24 9 
Ser Ala Ser Pro Asp Pro Arg Pro Leu Lys Glu Glu Glu Glu Ala Pro 
50 55 60 



ctg etc ccc aga acc cae ctg cag gea gag cea cac caa cat gga tgc 
Leu Leu Pro Arg Thr His Leu Gin Ala Glu Pro His Gin His Gly Cys 
65 70 75 80 



297 



tgg act gtc act gag cca gca gcc atg acc cca ggc aac acc acc cct 345 
Trp Thr Val Thr Glu Pro Ala Ala Met Thr Pro Gly Asn Thr Thr Pro 
85 90 95 

ccc agg acc cca gag gtt act ccg ttg egg ctg gag ctg cag aag ctg 393 
Pro Arg Thr Pro Glu Val Thr Pro Leu Arg Leu Glu Leu Gin Lys Leu 
100 105 110 

ccg gga ttg gcc age aca acc ttg agt acc cct aac cct gat acc cag 441 
Pro Gly Leu Ala Ser Thr Thr Leu Ser Thr Pro Asn Pro Asp Thr Gin 
115 120 125 

get tea gcc tee eea gat cct agg cct ctg agg gaa gag gag gag gea 489 
Ala Ser Ala Ser Pro Asp Pro Arg Pro Leu Arg Glu Glu Glu Glu Ala 
130 135 140 

cga ctg etc ccc aga acc cac ctg cag gca gag eta cac caa cat gga 537 
Arg Leu Leu Pro Arg Thr His Leu Gin Ala Glu Leu His Gin His Gly 
145 150 155 160 

tgt tgg act gtc act gag eea gca gee ctg acc cca ggg aat gee aeg 585 
Cys Trp Thr Val Thr Glu Pro Ala Ala Leu Thr Pro Gly Asn Ala Thr 
165 170 175 

cct ccc agg acc cag gag gtt act ccc ttg ctg ctg gag ctg cag aag 633 
Pro Pro Arg Thr Gin Glu Val Thr Pro Leu Leu Leu Glu Leu Gin Lys 
180 185 190 

ctg cca gaa ttg gtc cac gca acc ttg agt acc cct aac cct gat aac 681 
Leu Pro Glu Leu Val His Ala Thr Leu Ser Thr Pro Asn Pro Asp Asn 
195 200 205 

cag gtg acc ate aag gtg gtg gag gac ccc cag gee gag gtg teg ata 729 
Gin Val Thr lie Lys Val Val Glu Asp Pro Gin Ala Glu Val Ser lie 
210 215 220 

gac ctg ttg get gag ccc age aat ccc ccg ccc cag gat acc ett age 777 
Asp Leu Leu Ala Glu Pro Ser Asn Pro Pro Pro Gin Asp Thr Leu Ser 
225 230 235 240 

tgg ctg ccc gee etc tgg ccc ttc etc tgg gga gac tac aaa gga gag 825 
Trp Leu Pro Ala Leu Trp Pro Phe Leu Trp Gly Asp Tyr Lys Gly Glu 
245 250 255 

gaa aaa gac agg gcc eea ggg gag aag ggg gag gaa aag gag gaa gac 873 
Glu Lys Asp Arg Ala Pro Gly Glu Lys Gly Glu Glu Lys Glu Glu Asp 

260 265 270 

gag gac tat cct tea gag gat ate gag ggt gag gat caa gag gac aaa 921 
Glu Asp Tyr Pro Ser Glu Asp lie Glu Gly Glu Asp Gin Glu Asp Lys 
275 280 285 

gag gaa gat gag gaa gag cag gcg etc tgg ttc aat gga act aca gac 96 9 
Glu Glu Asp Glu Glu Glu Gin Ala Leu Trp Phe Asn Gly Thr Thr Asp 
290 295 300 



aac tgg gac cag ggc tgg ctg gcc ccc ggg gat tgg gtc ttc aag gat 1017 

Asn Trp Asp Gin Gly Trp Leu Ala Pro Gly Asp Trp Val Phe Lys Asp 
305 310 315 320 

tct gtc age tac gac tat gag cct cag aag gag tgg agt ccc tgg tct 1065 

Ser Val Ser Tyr Asp Tyr Glu Pro Gin Lys Glu Trp Ser Pro Trp Ser 

325 330 335 

ccc tgc agt ggg aac tgc age act ggc aag cag cag agg act egg ccc 1113 

Pro Cys Ser Gly Asn Cys Ser Thr Gly Lys Gin Gin Arg Thr Arg Pro 
340 345 350 

tgt ggc tat ggc tgc act gcc acc gag acc cgt acc tgt gac ctg ccc 1161 

Cys Gly Tyr Gly Cys Thr Ala Thr Glu Thr Arg Thr Cys Asp Leu Pro 
355 360 365 

tec tgt cct ggc act gag gac aag gac ace ttg ggc etc ccc agt gag 1209 

Ser Cys Pro Gly Thr Glu Asp Lys Asp Thr Leu Gly Leu Pro Ser Glu 
370 375 380 

gag tgg aag etc ctg gcc cgc aat get acg gac atg cat gat caa gat 1257 

Glu Trp Lys Leu Leu Ala Arg Asn Ala Thr Asp Met His Asp Gin Asp 
385 390 395 400 

gtg gac age tgt gag aag tgg ctg aac tgc aag age gac ttc eta ate 1305 

Val Asp Ser Cys Glu Lys Trp Leu Asn Cys Lys Ser Asp Phe Leu lie 

405 410 415 

aag tat ctg age cag atg ctg egg gac ctg ccc age tgc ecg tgt gee 1353 

Lys Tyr Leu Ser Gin Met Leu Arg Asp Leu Pro Ser Cys Pro Cys Ala 
420 425 430 

tac cca ctg gag gee atg gac age cct gtg age eta cag gac gag cac 1401 

Tyr Pro Leu Glu Ala Met Asp Ser Pro Val Ser Leu Gin Asp Glu His 
435 440 445 

cag ggc cgc age ttc egg tgg agg gat gee agt ggc cct cgc gag cgc 1449 

Gin Gly Arg Ser Phe Arg Trp Arg Asp Ala Ser Gly Pro Arg Glu Arg 
450 455 460 

ctg gac ate tac cag ccc acg gcg cgc ttc tgc ctg cgt tec atg ctg 14 97 

Leu Asp lie Tyr Gin Pro Thr Ala Arg Phe Cys Leu Arg Ser Met Leu 
465 470 475 480 

tct ggg gag age age aca ctg gcc gee cag cac tgc tgc tat gac gag 1545 

Ser Gly Glu Ser Ser Thr Leu Ala Ala Gin His Cys Cys Tyr Asp Glu 

485 490 495 

gac age egg ctg ctg ace cgt ggc aag ggc gee ggc atg ccc aac etc 1593 
Asp Ser Arg Leu Leu Thr Arg Gly Lys Gly Ala Gly Met Pro Asn Leu 
500 505 510 

ate age ace gac ttc tea cct aag ctg cac ttc aag ttc gac acg acg 1641 

lie Ser Thr Asp Phe Ser Pro Lys Leu His Phe Lys Phe Asp Thr Thr 
515 520 525 
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ccc tgg ate ctg tgc aag ggg gac tgg age cgc etc cac get gtg etc 1689 
Pro Trp lie Leu Cys Lys Gly Asp Trp Ser Arg Leu His Ala Val Leu 
530 535 540 

cct ccc aac aac ggc cga gee tgc acc gac aac ccc ctg gag gag gag 1737 
Pro Pro Asn Asn Gly Arg Ala Cys Thr Asp Asn Pro Leu Glu Glu Glu 
545 550 555 560 



tac eta gea eag ttg cag gag gee aag gag tac tagtgacggg gttgctgaac 1790 
Tyr Leu Ala Gin Leu Gin Glu Ala Lys Glu Tyr 





565 




570 








agacaetgca 


gggagaggge 


aggeggctge 


tgctgttgca 


egggagaact 


tteetggtag 


1850 


ggeectcace 


cgcccctgcc 


eagacagggt 


gaggaaaggg 


etcecccagt 


gaggttggtc 


1910 


egaggctgtg 


tgeectctge 


eagegaccce 


gaagcagata 


teteagtggg 


gttagtgaga 


1970 


aggttgaagg 


gtatgtaggg 


eecagggtgg 


gtgtccctgg 


gageeetgga 


aatgtgeata 


2030 


tgtgeatgtg 


tctgeegggg 


cetccetetg 


ctgectgetg 


ggaecetggc 


cactcatttt 


2090 


tctcctectt 


gggagctggg 


ctettctgcc 


etggetctge 


acataagtgt 


tagecagcag 


2150 


ctccagaaaa 


atcccgattc 


ccgggatctg 


ccacgagtca 


etcetactcc 


acectgatgg 


2210 


ccagcagagg 


aagggccact 


cttctcatgg 


gcacagccat 


cct t tgccgg 


gggggcatcc 


2270 


ageecgggtg 


gccaccecte 


cttatctctg 


ggtggtgeac 


atgcccttct 


ttecccactc 


2330 


eetgceacga 


gecactgcae 


aggaggctat 


etgtageeee 


aagetgeett 


tctgttggac 


2390 


aecaaettta 


gtcttgggct 


gcaagecagc 


ccagetgagg 


cgaagtggac 


tccaggcagg 


2450 


gaatgggttg 


cecaattetg 


gtccctttcc 


tttgcteagc 


ccectetgtt 


ctgetgattg 


2510 


tagggatgtg 


cagggctggg 


agttggcact 


eeeeccgagt 


ggggaggtga 


cagcttgtca 


2570 


cagtagceag 


gcttgggtgg 


gttcageact 


agctcgggae 


ggtgtgteae 


aegtetatag 


2630 


taaaccagtt 


ctctgggagg 


ggaaaaaage 


cctgatttat 


tgeatttggg 


cagettctgt 


2690 


ggtgtaaatt 


ctcccageag 


tgtcceatgt 


eatgetgeea 


gcatcaetga 


atgeactgaa 


2750 


ctcagagt tg 


gg^^9agstg 


cacataatcg 


ctctcccggc 


acacctcatg 


cctcttcect 


2810 


gcctccccat 


tcccctggct 


gcacttcctt 


gccttctatg 


gggttgaaat 


gt tgaagtct 


2870 


caaetgtetc 


tgttcacaag 


agccaeeaaa 


agttagggga 


cttcagtcct 


ageccccaga 


2930 


tggcegccct 


gaagetctet 


gggctcctca 


gcaataaage 


actttatttt 


e 


2981 



<210> 2 

<211> 571 

<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Arg Ala Leu Arg Asp Arg Ala Gly Leu Leu Leu Cys Val Leu Leu 
15 10 15 

Leu Ala Ala Leu Leu Glu Ala Ala Leu Gly Leu Pro Val Lys Lys Pro 
20 25 30 

Arg Leu Arg Gly Pro Arg Pro Gly Ser Leu Thr Arg Leu Ala Glu Val 

35 40 45 

Ser Ala Ser Pro Asp Pro Arg Pro Leu Lys Glu Glu Glu Glu Ala Pro 
50 55 60 

Leu Leu Pro Arg Thr His Leu Gin Ala Glu Pro His Gin His Gly Cys 
65 70 75 80 

Trp Thr Val Thr Glu Pro Ala Ala Met Thr Pro Gly Asn Thr Thr Pro 

85 90 95 

Pro Arg Thr Pro Glu Val Thr Pro Leu Arg Leu Glu Leu Gin Lys Leu 
100 105 110 

Pro Gly Leu Ala Ser Thr Thr Leu Ser Thr Pro Asn Pro Asp Thr Gin 
115 120 125 

Ala Ser Ala Ser Pro Asp Pro Arg Pro Leu Arg Glu Glu Glu Glu Ala 

130 135 140 

Arg Leu Leu Pro Arg Thr His Leu Gin Ala Glu Leu His Gin His Gly 
145 150 155 160 

Cys Trp Thr Val Thr Glu Pro Ala Ala Leu Thr Pro Gly Asn Ala Thr 
165 170 175 

Pro Pro Arg Thr Gin Glu Val Thr Pro Leu Leu Leu Glu Leu Gin Lys 
180 185 190 

Leu Pro Glu Leu Val His Ala Thr Leu Ser Thr Pro Asn Pro Asp Asn 
195 200 205 

Gin Val Thr lie Lys Val Val Glu Asp Pro Gin Ala Glu Val Ser lie 
210 215 220 

Asp Leu Leu Ala Glu Pro Ser Asn Pro Pre Pro Gl:: Asp Thr Leu Ser 
225 230 235 240 

Trp Leu Pro Ala Leu Trp Pro Phe Leu Trp Gly Asp Tyr Lys Gly Glu 
245 250 255 

Glu Lys Asp Arg Ala Pro Gly Glu Lys Gly Glu Glu Lys Glu Glu Asp 
260 265 270 

Glu Asp Tyr Pro Ser Glu Asp lie Glu Gly Glu Asp Gin Glu Asp Lys 
275 280 285 



Glu Glu Asp Glu Glu Glu Gin Ala Leu Trp Phe Asn Gly Thr Thr Asp 
290 295 300 



Asn Trp Asp Gin Gly Trp Leu Ala Pro Gly Asp Trp Val Phe Lys Asp 
305 310 315 320 

Ser Val Ser Tyr Asp Tyr Glu Pro Gin Lys Glu Trp Ser Pro Trp Ser 

325 330 335 

Pro Cys Ser Gly Asn Cys Ser Thr Gly Lys Gin Gin Arg Thr Arg Pro 
340 345 350 

Cys Gly Tyr Gly Cys Thr Ala Thr Glu Thr Arg Thr Cys Asp Leu Pro 
355 360 365 

Ser Cys Pro Gly Thr Glu Asp Lys Asp Thr Leu Gly Leu Pro Ser Glu 
370 375 380 

Glu Trp Lys Leu Leu Ala Arg Asn Ala Thr Asp Met His Asp Gin Asp 
385 390 395 400 

Val Asp Sei Cys Glu Lys Trp Leu Asn Cys Lys Ser Asp Phe Leu lie 
405 410 415 

Lys Tyr Leu Ser Gin Met Leu Arg Asp Leu Pro Ser Cys Pro Cys Ala 
420 425 430 

Tyr Pro Leu Glu Ala Met Asp Ser Pro Val Ser Leu Gin Asp Glu His 
435 440 445 

Gin Gly Arg Ser Phe Arg Trp Arg Asp Ala Ser Gly Pro Arg Glu Arg 

450 455 460 

Leu Asp lie Tyr Gin Pro Thr Ala Arg Phe Cys Leu Arg Ser Met Leu 
465 470 475 480 

Ser Gly Glu Ser Ser Thr Leu Ala Ala Gin His Cys Cys Tyr Asp Glu 
485 490 495 

Asp Ser Arg Leu Leu Thr Arg Gly Lys Gly Ala Gly Met Pro Asn Leu 

500 505 510 

lie Ser Thr Asp Phe Ser Pro Lys Leu His Phe Lys Phe Asp Thr Thr 
515 520 525 

Pro Trp lie Leu Cys Lys Gly Asp Trp Ser Arg Leu His Ala Val Leu 

530 535 540 

Pro Pro Asn Asn Gly Arg Ala Cys Thr Asp Asn Pro Leu Glu Glu Glu 
545 550 555 560 

Tyr Leu Ala Gin Leu Gin Glu Ala Lys Glu Tyr 
565 570 



<210> 3 

<211> 30 

<212> RNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Oligo-cap Linker 

<400> 3 

agcaucgagu cggccuuguu ggccuacugg 3 0 



<210> 4 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 4 

gcggctgaag acggcctatg tggccttttt tttttttttt tt 42 



<210> 5 
<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 5 

agcatcgagt cggccttgtt g 21 



<210> 6 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

-1 > ."^ 

gcggctgaag acggcctatg t 21 



<210> 7 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 



<400> 7 

gcttctgcct gcgttccatg ctgtctg 



27 



<210> 8 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 8 

ggcacacagc ctcggaccaa cctcact 27 



<210> 9 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 9 

ctccccgtga agaagccgcg gctc 24 



<210> 10 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 10 

gcaagcttct agtactcctt ggcctcctgc aa 32 



<210> 11 
<211> 215 
<212^ PRT 

<213> Homo sapiens 
<400> 11 

Met Glu Leu Thr Glu Leu Leu Leu Val Val Met Leu Leu Leu Thr Ala 

15 10 15 

Arg Leu Thr Leu Ser Ser Pro Ala Pro Pro Ala Cys Asp Leu Arg Val 
20 25 30 

Leu Ser Lys Leu Leu Arg Asp Ser His Val Leu His Ser Arg Leu Ser 
35 40 45 



Gin Cys Pro Glu Val His Pro Leu Pro Thr Pro Val Leu Leu Pro Ala 
50 55 60 



Val Asp Phe Ser Leu Gly Glu Trp Lys Thr Gin Met Glu Glu Thr Lys 
65 70 75 80 

Ala Gin Asp lie Leu Gly Ala Val Thr Leu Leu Leu Glu Gly Val Met 
85 90 95 

Ala Ala Arg Gly Gin Leu Gly Pro Thr Cys Leu Ser Ser Leu Leu Gly 

100 105 110 

Gin Leu Ser Gly Gin Val Arg Leu Leu Leu Gly Ala Leu Gin Ser Leu 
115 120 125 

Leu Gly Thr Gin Leu Pro Pro Gin Gly Arg Thr Thr Ala His Lys Asp 
130 135 140 

Pro Asn Ala lie Phe Leu Ser Phe Gin His Leu Leu Arg Gly Lys Val 
145 150 155 160 

Arg Phe Leu Met Leu Val Gly Gly Ser Thr Leu Cys Val Arg Arg Ala 
165 170 175 

Pro Pro Thr Thr Ala Val Pro Ser Arg Thr Ser Leu Val Leu Thr Leu 
180 185 190 

Asn Glu Leu Pro Asn Arg Thr Ser Gly Leu Leu Glu Thr Asn Phe Thr 

195 200 205 

Ala Ser Ala Arg Thr Thr Gly 
210 215 



<210> 12 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Gly Val His Glu Cys Pro Ala Trp Leu Trp Leu Leu Leu Ser Leu 
15 10 15 

Leu Ser Leu Pro Leu Gly Leu Pro Val Leu Gly Ala Pro Pro Arg Leu 
20 25 30 

lie Cys Asp Ser Arg Val Leu Glu Arg Tyr Leu Leu Glu Ala Lys Glu 
35 40 45 

Ala Glu Asn lie Thr Thr Gly Cys Ala Glu His Cys Ser Leu Asn Glu 

50 55 60 

Asn lie Thr Val Pro Asp Thr Lys Val Asn Phe Tyr Ala Trp Lys Arg 
65 70 75 80 

Met Glu Val Gly Gin Gin Ala Val Glu Val Trp Gin Gly Leu Ala Leu 
85 90 95 



Leu Ser Glu Ala Val Leu Arg Gly Gin Ala Leu Leu Val Asn Ser Ser 
100 105 110 



10 



Gin Pro Trp Glu Pro Leu Gin Leu His Val Asp Lys Ala Val Ser Gly 
115 120 125 

Leu Arg Ser Leu Thr Thr Leu Leu Arg Ala Leu Gly Ala Gin Lys Glu 
130 135 140 

Ala lie Ser Pro Pro Asp Ala Ala Ser Ala Ala Pro Leu Arg Thr lie 
145 150 155 160 

Thr Ala Asp Thr Phe Arg Lys Leu Phe Arg Val Tyr Ser Asn Phe Leu 
165 170 175 

Arg Gly Lys Leu Lys Leu Tyr Thr Gly Glu Ala Cys Arg Thr Gly Asp 
180 185 190 

Arg 



<210> 13 
<211> 196 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Leu Lys Glu Pro Ala Pro Thr Thr Pro Lys Lys Pro Ala Pro Lys Glu 
15 10 15 

Leu Ala Pro Thr Thr Thr Lys Glu Pro Thr Ser Thr Thr Ser Asp Lys 
20 25 30 

Pro Ala Pro Thr Thr Pro Lys Gly Thr Ala Pro Thr Thr Pro Lys Glu 
35 40 45 

Pro Ala Pro Thr Thr Pro Lys Glu Pro Ala Pro Thr Thr Pro Lys Gly 

50 55 60 

Thr Ala Pro Thr Thr Leu Lys Glu Pro Ala Pro Thr Thr Pro Lys Lys 
65 70 75 80 

Pro Ala Pro Lys Glu Leu Ala Pro Thr Thr Thr Lys Gly Pro Thr Ser 
85 90 95 

Thr Thr Ser Asp Lys Pro Ala Pro Thr Thr Pre Lys Glu Thr Ala Pro 
100 ' 105 110 

Thr Thr Pro Lys Glu Pro Ala Pro Thr Thr Pro Lys Lys Pro Ala Pro 
115 120 125 

Thr Thr Pro Glu Thr Pro Pro Pro Thr Thr Ser Glu Val Ser Thr Pro 
130 135 140 

Thr Thr Thr Lys Glu Pro Thr Thr lie His Lys Ser Pro Asp Glu Ser 
145 150 155 160 



Thr Pro Glu Leu Ser Ala Glu Pro Thr Pro Lys Ala Leu Glu Asn Ser 
165 170 175 




11 

Pro Lys Glu Pro Gly Val Pro Thr Thr Lys Thr Pro Ala Ala Thr Lys 
180 185 190 

Pro Glu Met Thr 
195 



<210> 14 
<211> 52 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Ser Pro Trp Ser Glu Trp Ser Pro Cys Ser Val Thr Cys Gly Met Gly 
15 10 15 

Met Arg Met Arg Gin Arg Met Cys Asn Met Pro Phe Pro Met Gly Gly 
20 25 30 

Glu Pro Cys Thr Gly Asp Val Gin Glu Glu Thr Glu Met Cys Asn Met 
35 40 45 



Met Asp Pro Cys 
50 



